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ISPYB DATABASE

The structural biologist’s 
experiment companion:

• Sample tracking to or from the synchrotron

• Electronic logbook for MX and BIOSAXS
- experiments assisting users (sample list, 

results view, complex experiments overview) 
- source of information for automatic 

experiments (MASSIF-1)
- the memory of a project
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ISPYB : OFFICIAL PAN-EU COLLABORATION

Collaboration agreement contract signed in January 2017 by 8 sites : 
• Real wish to develop together (share manpower resources)
• To provide the same results/tools to our user communities
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EXI : EXTENDED ISPYB

EXI : same Java technology as ISPyB GUI
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EXI MX : DEVELOPMENT AIM

• Faster display of summary page especially with 
complex workflows (WF)

• No going back and force to other pages to 
visualize more details

• Intuitive accesses to avoid manual reading

• Simplification of the processes (vs. an interface 
evolving over 10 years with multiple add-ons)
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EXI MX : ENRICHMENT OF THE SESSION SUMMARY PAGE
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EXI MX: SESSION SUMMARY
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EXI MX: STRUCTURE SOLUTION OF SAD PHASING
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EXI MX : SAMPLE DESCRIPTION

Description of more generic shipment to fulfill all  Beamline needs (plates, 
liquid, spine, unipucks..) – under validation
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EXI MX: SYNCHRONISATION WITH MXCUBE PREPARATION

• Simplification
• Management of multiple sample changers of the ESRF SB 
beamlines
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EXI BIOSAXS SINCE JAN 2016
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PLAN FOR EXI FOR THE STRUCTURAL BIOLOGY COMMUNITY

MX:
- Beta testers for feedback once all major tools in place
- Open to all MX community
- MR results display
- Presence of ligand probability (INEXT)
- Off line data processing : DIMPLE, “mesh & collect” HCA

BIOSAXS:
-Finish polishing existing pages
-New  developments for membrane proteins (INEXT, SOLEIL 
and EMBL HH)

CyoEM:
Database work done by DLS – EXI webpages to come

EXI in general: retrieve results from multiple techniques, from 
multiple sites 
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HOW TO ACCESS IT?

https://exi.esrf.fr/

-> Select your technique: MX or BIOSAXS

MX : 
• prepare experiment, session summary
• shipment description under validation

Proposal #
Proposal passwd
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